Key indicators: single-crystal X-ray study; T = 200 K; mean (C-C) = 0.014 Å; R factor = 0.031; wR factor = 0.088; data-to-parameter ratio = 14.6.
In the title complex, [Pt(NCS) 2 (C 10 H 9 N 3 )], the Pt II ion is fourcoordinated in a distorted square-planar environment by the two pyridine N atoms of the chelating di-2-pyridylamine (dpa) ligand and two mutually cis S atoms from two linear thiocyanate anions. The dpa ligand is not planar, the dihedral angle between the pyridine rings being 30.8 (4) . In the crystal, the complex molecules are stacked in columns along the a axis and are connected by intermolecular N-HÁ Á ÁN hydrogen bonds, forming supramolecular chains along the b axis. 
Related literature

Experimental
Crystal data Table 1 Selected geometric parameters (Å , ).
Pt1-N1 2.065 (7) Pt1-N3 2.069 (7) Pt1-S2 2.302 (2) Pt1-S1
2.306 (2) N1-Pt1-N3 88.1 (3) S2-Pt1-S1 89.04 (9) Table 2 Hydrogen-bond geometry (Å , ). (Li & Liu, 2004; Tu et al., 2004; Zhang et al., 2006) .
In the title complex, [Pt(NCS) 2 (dpa)], the Pt II ion is four-coordinated in a distorted square-planar environment by the two pyridyl N atoms of the chelating dpa ligand and two S atoms from two thiocyanate anions ( Table 1 ).
The complex molecules are stacked in columns along the a axis and are connected by intermolecular N-H···N hydrogen bonds, forming chains along the b axis ( Fig. 2 and Table 2 ). In the columns, intermolecular π-π interactions between the pyridine rings are present, the ring centroid-centroid distance being 4.155 (5) Å.
To a solution of K 2 PtCl 4 (0.2066 g, 0.498 mmol) in H 2 O (20 ml) and MeOH (10 ml) were added KSCN (0.5232 g, 5.384 mmol) and di-2-pyridylamine (0.0883 g, 0.516 mmol) and stirred for 7 h at room temperature. The formed precipitate was separated by filtration and washed with H 2 O and MeOH, and dried at 50 °C, to give a yellow powder (0.2182 g).
Crystals suitable for X-ray analysis were obtained by slow evaporation from a CH 3 CN solution.
Refinement
Carbon-bound H atoms were positioned geometrically and allowed to ride on their respective parent atoms [C-H = 0.95 Å and U iso (H) = 1.2U eq (C)]. Nitrogen-bound H atom was located from Fourier difference maps then allowed to ride on its parent atom in the final cycles of refinement with N-H = 0.92 Å and U iso (H) = 1.5 U eq (N). The highest peak (3.96 e Å respectively. Owing to poor agreement, the following reflections were omitted from the final refinement: (8 7 2), (0 11 4), (7 8 4), (2 99), (70 8), (7 5 7), (8 7 3), (8 8 0), (0 9 8), (7 4 7), (6 8 6), (8 6 3), (5 7 8), (4 7 9), (3 1 11), ( 6 6 2), (8 8 1), (8 7 1), (1 9 9), (0 10 5), (7 7 5), (2 4 11), (8\14), (48 8), (8 7 2), (2 5 11), (3 2 11), (1 10 4), and (2 11 4). 
Computing details
Figure 1
The molecular structure of the title complex, with displacement ellipsoids drawn at the 50% probability level for non-H atoms. 
